FIGURE S1. Comparison of the MHR-zinc knuckle regions from the Gag proteins of seven different Het-A elements with the same region from TAHRE Gag. Sequences beginning with the first amino acid from the MHR and extending through the last cysteine of the third zinc knuckle were cut from a multiple alignment (Corpet, 1988 Figure S1 for details. CCHC residues in the second and third zinc knuckles of the non-telomeric elements could not be aligned with the telomeric elements without creating gaps in the sequence. Even with these gaps, one H and two Cs of the I Factor sequence as well as one C of the jockey sequence are not aligned with the other elements. These non-aligned sequences are indicated by letters below the alignment (I for the I Factor residues and J for the jockey residues.)
